Formal copy number variation analysis (CNV) carried out on the WES data set, both, at CMML diagnosis and at BPDCN transformation, using the FACETS analysis software. The top panel for each sample depicts total copy number log-ratio (logR) arranged by chromosome, and the second panel displays allele-specific log-odds-ratio data (logOR) which is an estimate of the allelic copy ratio. The third panel plots the corresponding integer (total -black, minor -red) copy number calls. The arrows denote chromosome 13 and demonstrate loss of heterozygosity of the RB1 gene locus.
